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The Cacao Genome Database (CGD) 

provides a comprehensive data mining 

resource for sequence and annota-

tions from the Theobroma cacao cv. 

Matina 1-6 cacao genome sequencing 

project. Intuitive interfaces have being 

developed to allow the users to access 

data and tools. This brochure intro-

duces CGD and the tools and data 

available there. 

  Overviews 

Current Data 

 Annotated T. cacao cv. Matina1-6 ge-

nome sequence (GBrowse) 

 Nine genetic maps and one physical  

map (CMap) 

 Annotated transcriptome 

 SHRS database 

 Community mailing lists 

 Secure private portal for project commu-

nication 

  Resources 

 BLAST sequences against the cacao ge-

nome v0.9 datasets  

 View/search the cacao genome v0.9 in 

GBrowse 

 View/search the cacao predicted gene 

KEGG and GO reports. 

 Synteny between T. cacao cv. Criollo vs 

T. cacao cv. Matina1-6 

Search and view GO terms  

  Search and view protein domains 

 Search and view KEGG pathways 



Secondary Heading 

Lorem ipsum dolor sit amet, consectetuer 

adipiscing elit, sed diem nonummy nibh euis-

mod tincidunt ut lacreet dolore magna 

aliguam erat volutpat. Ut wisis enim ad minim 

veniam, consequat, vel illum dolore eu feugiat 

nulla facilisis at vero eros et accumsan et 

iusto odio dignissim qui blandit praesent lup-

tatum. Lorem ipsum dolor sit amet, consec-

tetuer adipiscing elit, sed diem nonummy nibh 

euismod tincidunt ut lacreet dolore magna 

aliguam erat volutpat. Ut wisis enim ad minim 

veniam, consequat, vel illum dolore eu feugiat 

nulla facilisis at vero eros et accumsan. 

Secondary Heading 

Lorem ipsum dolor sit amet, consectetuer 

adipiscing elit, sed diem nonummy nibh euis-

mod tincidunt ut lacreet dolore magna 

aliguam erat volutpat. Ut wisis enim ad minim 

veniam, quis nostrud exerci tution ullamcorper 

suscipit lobortis nisl ut aliquip ex ea commodo 

Main Inside Heading 

This is a good place to briefly, 

but effectively, summarize your 

products or services. Sales copy 

is typically not included here. 

Lorem ipsum dolor sit amet, 

consectetuer adipiscing elit, sed 

diem nonummy nibh euismod 

tincidunt ut lacreet dolor et ac-

cumsan.  

  Tools (continued) Tools (continued)   Tools  

   Comparative Map Viewer Cacao GBrowse  

Use GBrowse to view gene models, tran-

scripts, the results of genome-wide SNP 

association studies, and linkage studies. 

SSR Server   

Identify microsatellites and primers in 

uploaded sequence data sets. Results 

returned in excel files.  

BATCH BLAST 

CGD BLAST tool allows users to conduct 

homology searches between their se-

quences and available datasets. 

   View and compare genetic maps  

Cacao Synteny Browser  
 

Use GBrowse_syn to display multiple ge-
nomes, with a central reference species 
compared to two or more additional spe-
cies. 

Search Tools  

CGD’s search tools allow users to re-

trieve and analyze bulk data. 

 




